
CGY90−7R YAB, GM, Pxx

Code X Y Z x y A B CAB a b hAB id icλd λc
P65 96.86 99.99 112.33 0.313 0.323 0.0 0.0 0.0 0.968 −0.449 0
518_523 0.36 3.63 0.37 0.083 0.832 −3.15 1.48 3.48 0.099 −0.04 154 29 −1521 521c
518_23c 96.4 96.26 111.85 0.316 0.316 3.15 −1.48 3.48 1.001 −0.464 334 −1 29521c 521

P60 97.06 99.99 104.57 0.321 0.331 0.0 0.0 0.0 0.97 −0.418 0
518_523 0.35 3.56 0.36 0.083 0.832 −3.1 1.34 3.37 0.099 −0.04 156 29 −1521 521c
518_23c 96.61 96.33 104.1 0.325 0.324 3.1 −1.34 3.37 1.002 −0.432 336 −1 29521c 521

P55 97.45 99.99 95.98 0.332 0.34 0.0 0.0 0.0 0.974 −0.383 0
518_523 0.34 3.47 0.35 0.083 0.832 −3.03 1.19 3.26 0.099 −0.04 158 29 −1521 521c
518_23c 97.01 96.42 95.53 0.335 0.333 3.03 −1.19 3.26 1.006 −0.396 338 −1 29521c 521

P50 98.12 100.0 86.5 0.344 0.351 0.0 0.0 0.0 0.981 −0.346 0
518_523 0.33 3.36 0.34 0.083 0.832 −2.96 1.02 3.13 0.099 −0.04 160 29 −1521 521c
518_23c 97.68 96.53 86.07 0.348 0.344 2.96 −1.02 3.13 1.011 −0.356 340 −1 29521c 521

P45 99.2 100.0 76.07 0.36 0.363 0.0 0.0 0.0 0.992 −0.304 0
518_523 0.32 3.23 0.32 0.083 0.832 −2.88 0.85 3.0 0.099 −0.04 163 29 −1520 520c
518_23c 98.78 96.66 75.66 0.364 0.356 2.88 −0.85 3.0 1.021 −0.313 343 −1 29520c 520

P40 100.93 99.99 64.68 0.379 0.376 0.0 0.0 0.0 1.009 −0.258 0
518_523 0.3 3.06 0.31 0.083 0.832 −2.78 0.66 2.86 0.099 −0.04 166 29 −1520 520c
518_23c 100.52 96.83 64.31 0.384 0.37 2.78 −0.66 2.86 1.038 −0.265 346 −1 29520c 520

P35 103.66 100.0 52.43 0.404 0.39 0.0 0.0 0.0 1.036 −0.209 0
518_523 0.28 2.85 0.28 0.083 0.832 −2.66 0.48 2.71 0.1 −0.04 169 29 −1520 520c
518_23c 103.27 97.04 52.09 0.409 0.384 2.66 −0.48 2.71 1.064 −0.214 349 −1 29520c 520

P30 108.04 100.0 39.55 0.436 0.403 0.0 0.0 0.0 1.08 −0.158 0
518_523 0.25 2.56 0.26 0.083 0.832 −2.51 0.3 2.53 0.1 −0.04 173 29 −1520 520c
518_23c 107.67 97.33 39.24 0.44 0.398 2.51 −0.3 2.53 1.106 −0.161 353 −1 29520c 520



CGY90−7R YAB, GM, Pxx

Code X10 Y10 Z10 x10 y10 A10 B10 CAB,10 a10 b10 hAB,10 id icλd λc
P65 96.73 99.99 111.64 0.313 0.324 0.0 0.0 0.0 0.967 −0.446 0
518_523 0.58 3.52 0.26 0.134 0.806 −2.81 1.46 3.17 0.166 −0.029 152 29 −1521 521c
518_23c 96.05 96.37 111.27 0.316 0.317 2.81 −1.46 3.17 0.996 −0.461 332 −1 29521c 521

P60 97.09 99.99 104.01 0.322 0.332 0.0 0.0 0.0 0.97 −0.416 0
518_523 0.57 3.46 0.25 0.134 0.806 −2.78 1.33 3.09 0.166 −0.029 154 29 −1521 521c
518_23c 96.42 96.43 103.65 0.325 0.325 2.78 −1.33 3.09 0.999 −0.429 334 −1 29521c 521

P55 97.65 100.0 95.55 0.333 0.341 0.0 0.0 0.0 0.976 −0.382 0
518_523 0.56 3.39 0.25 0.134 0.806 −2.74 1.19 2.99 0.166 −0.029 156 29 −1521 521c
518_23c 96.99 96.5 95.2 0.335 0.334 2.74 −1.19 2.99 1.005 −0.394 336 −1 29521c 521

P50 98.51 100.0 86.17 0.346 0.351 0.0 0.0 0.0 0.985 −0.344 0
518_523 0.54 3.3 0.24 0.134 0.806 −2.7 1.04 2.89 0.166 −0.029 158 29 −1521 521c
518_23c 97.86 96.59 85.84 0.349 0.344 2.7 −1.04 2.89 1.013 −0.355 338 −1 29521c 521

P45 99.8 100.0 75.8 0.362 0.362 0.0 0.0 0.0 0.998 −0.303 0
518_523 0.53 3.18 0.23 0.134 0.806 −2.65 0.87 2.79 0.166 −0.029 161 29 −1521 521c
518_23c 99.17 96.71 75.49 0.365 0.356 2.65 −0.87 2.79 1.025 −0.312 341 −1 29521c 521

P40 101.75 100.0 64.44 0.382 0.375 0.0 0.0 0.0 1.017 −0.257 0
518_523 0.5 3.04 0.22 0.134 0.806 −2.58 0.69 2.68 0.166 −0.029 164 29 −1521 521c
518_23c 101.14 96.85 64.15 0.385 0.369 2.58 −0.69 2.68 1.044 −0.264 344 −1 29521c 521

P35 104.71 100.0 52.16 0.407 0.389 0.0 0.0 0.0 1.047 −0.208 0
518_523 0.47 2.84 0.21 0.134 0.806 −2.5 0.51 2.55 0.166 −0.029 168 29 −1521 521c
518_23c 104.13 97.05 51.89 0.411 0.383 2.5 −0.51 2.55 1.072 −0.213 348 −1 29521c 521

P30 109.29 99.99 39.19 0.439 0.402 0.0 0.0 0.0 1.092 −0.156 0
518_523 0.43 2.58 0.19 0.134 0.806 −2.39 0.32 2.41 0.166 −0.029 172 29 −1521 521c
518_23c 108.75 97.31 38.96 0.443 0.397 2.39 −0.32 2.41 1.117 −0.16 352 −1 29521c 521


